of the most economically devastating C

worldwide, is characterized by reproductive failure and respiratory
disease in pigs. PRRS is caused by a single-stranded, enveloped
RNA virus (PRRSV). As with other RNA viruses, PRRSV is marked
by a rapid rate of mutation and exists as a “quasispecies” population
within infected individuals. The virus can be transmitted through
direct or indirect contact, and is known to persist subclinically in pigs
for up to five or six months. Currently, no efficient vaccinations for
PRRSV have been developed.
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Three Cycles of Virus Replication

1

800 a1 J—
o 600 [ 250  wemsssnens Noutralizing Activity
I 6
é P 90) = = = TotalAb
53 L
2 400 1.50
g a
> [ 1.00 o
S 200

[ 0.50
0.00 T T
0 184
Days

Figure 1: During The Big Pig Project, three separate
spikes in serum antibody levels were detected across
a herd of pigs post-inoculation with PRRSV.

The goal of this study is to determine if new strains of
PRRSV evolved in individual pigs over time and
spread throughout the herd, resulting in the separate
increases in antibody levels.
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aMuitiple clones from each sample and each open
reading frame will be Seguenced,and,analyzed using
DNAStar to determine the quasispecies population
present in different animals at different timepoints.
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